1990; V.M. Ursin, unpublished observation).
From a tobacco genomic library, we have cloned a gene encoding tobacco EF-Tu (NtEFTu) utilizing sequence information from the Arabidopsis homolog ATHTufA (Baldauf and Palmer, 1990) ( Table I ). The genomic fragment cloned contains an open reading frame of 1444 bp encoding a 478-amino acid protein (Fig. 1) . The deduced polypeptide contains a 69-amino acid serine-rich chloroplast transit peptide, and the predicted molecular mass of the mature protein is approximately 44.6 kD. Sequence identity between the mature Arabidopsis and tobacco genes is high along their entire coding regions, with complete conservation observed within a 30-amino acid region flanking cysteine-151 (at position 81 in E. g r a d i s ) that is required for the interaction of the protein with aminoacyl tRNA (Miller and Weissbach, 1977) . Neither the NtEFTu nor ATHTufA genes contains introns, which is in contrast with the highly homologous E. gradis EF-Tu gene, which contains two small introns within its coding region (Montadon and Stutz, 1983) . When tobacco RNA blots are hybridized with NtEFTu, a transcript of approximately 2.0 kb is detected. Expression of this transcript has been observed in green leaves and in both the green and white sectors of variagated tobacco leaves. Southern analysis indicated that there are two family members in the tobacco EF-Tu gene family, but the contribution of each of the two genes to the observed expression has not been determined.
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